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Sampling location
SEA-COSMIC (1st phase)
R/V Hakurei-Maru No. 2

44˚N, 155˚E
19 Aug. 1998 (0-4000 m)

39˚N, 147˚E
21 Nov. 1997 (0-2000 m)
15 Aug. 2001 (0-5000 m)

30˚N, 147˚E
4 Oct. 1999 (0-5800 m)
15 Oct. 2000 (0-5800 m)

25˚N, 137˚E
20 Sep. 1999 (0-4800 m)
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Vertical distribution of planktonic biomass
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Table.  Regression (Y=B100(X/100)-b) between
planktonic biomass (Y: mg C m-3) and depth (X: m).
B100: biomass at 100 m depth.  
Taxon Slope (b) r2 p

H. Bacteria 0.673 0.78 <0.0001
Phytoplankton 1.297 0.85 <0.0001
Protozooplankton 0.728 0.80 <0.0001
Metazooplankton 1.421 0.55 <0.0001

Biomass-depth regression
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Biomass-depth regression-2 (with location)
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Biomass-depth regression-3 (with location/taxon)

Regression (Y=B100(X/100)-b) between planktonic biomass 
(Y: mg C m-3) and depth (X: m).  B100: biomass at 100 m 
depth.  Exponent (b) of power law indicates slope of the 
regression.  

Y=B100(X/100)-b

Power law regression
by Martin et al. (1987)
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Size structure  of planktonic community
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Summary
Magnitude of biomass decline with depth varied with taxa:

-H. Bacteria< Protozooplankton< Phytoplankton< Metazooplankton
Reflect of the degree of nutrition supply?  

Taxonomic structure of plankton community varied with region: 
-Metazooplankton dominated in the subarctic region.

Caused by the dominance of resting Copepoda
-H. Bacteria and Protozooplankton dominated in the subtropical.  

Community structure was variable with year (30˚N): 
-Plankton community structure throughout the water column

showed great inter annual variation (30˚N), which may be 
brought about by the changes in phytoplankton community 
structure in the epipelagic zone. 

Size structure of plankton community also varied with region: 
-Three peaks (pico, micro, meso) at subarctic region, but only

one peak (pico) at subtropical region. 


